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Introduction

African horse sickness (AHS) is an infectious and non-
contagious disease of Equidae transmitted mainly by Culicoides 
species (biting midges) especially C. imicola and C. bolitinos, 
although other arthropod vectors have been implicated in the 
transmission of this disease [1]. AHS disease is caused by nine 
distinct serotypes of African horse sickness virus (AHSV) [2], 
a linear double stranded RNA (dsRNA) virus belonging to the 
Orbivirus genus in family Reoviridae should be [3]. AHSV genome 
consists of 10 segments of linear dsRNA, encoding seven structural 
(VP1 – VP7) and five non-structural (NS1-3, NS3a and NS4) 
proteins [3,4]. The NS proteins are involved in virus replication, 
assembly and transport from infected cells. The VP2 and VP5 are 
involved in virus attachment and cell entry, hence these proteins 
contain the antigenic determinants which elicit serotype-specific 
neutralizing antibodies and therefore, they are the most variable 
proteins and are used to determine the virus serotypes [5-7].

Upon the bite by the infected vector, the AHSV at first replicates 
in nearby lymph node before spreading throughout the entire 
body via the circulatory system, causing primary viraemia leading 
to lungs and lymphoid tissues infection. The virus predilection 
site is vascular endothelial cells where it causes extensive damage 
leading to pervasive hemorrhages [8]. In horses, the viraemia 
usually lasts between 4–8 days, whereas in donkeys, it may 
last for up to 4 weeks. In zebra, the viremia may be extended 
to approximately 40 days post-infection [7,9]. AHSV infection 
manifest in four forms: cardiac form, pulmonary form, mixed form, 
and horse sickness fever [8,10]. The cardiac form is characterized 
by a fever, edema of the head, neck, chest, petechial hemorrhages 
in the eyes, ecchymotic hemorrhages on the tongue, and colic. This 
form of disease may cause mortality of upto 50%. The pulmonary 
form (the most serious with >95% mortality) is associated with 
a rapid onset of symptoms including fever, depression, severe 
respiratory distress, severe dyspnea, coughing, and sweating. 
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Mixed form is a combination of the cardiac and the pulmonary 
form and is the most common leading to more than 70% mortality 
within 3-6 days. Horse sickness fever form is the mildest (with no 
reported mortality) where the animal just develops a moderate 
fever and some edema of the supraorbital fossae [8].

Studies have shown that mules and donkeys are less susceptible 
to AHS than horses, however, zebra has been shown to be resistant 
to the disease [11]. Besides Equidae, AHS has also been reported 
in ruminants such as camels, goats, and buffalo [12]. The first AHS 
case was recorded in Yemen following an epidemic that occurred 
in 1352 [13]. Although AHS is believed to have originated in Africa, 
the 1st case was only recorded in 1569 by Father Monclaro [14]. 
The most severe outbreak caused by AHSV serotype 9 (AHSV-
9) occurred in Asia between 1959–1961 causing over a quarter 
million equid deaths. This was followed by epizootic of AHSV-9 in 
1965 which spread throughout Northern Africa and Spain [14]. 
After these outbreaks, AHS was confined to sub-Saharan Africa 
for about 20 years until 1987, when AHSV-4 was reported again 
in Spain [15]. Senegal reported AHS outbreak in 2007 which was 
found to be caused by AHSV-2 [16]. Recently, The AHS has been 
reported in Chad (2019) and Thailand (2020) [17,18]. AHSV is 
listed as a notifiable equine disease by the World Organization for 
Animal Health (OIE) [19]. Vaccination is the main control strategy 
for AHS in both endemic and epidemic scenarios [20,21]. Live 
attenuated vaccine is the most common, however, a wide range 
of other vaccine candidates have been tested, including some that 
may provide cross-serotype protection against AHSV, but none 
have been used in the field to date, due to a lack of commercial 
viability [22]. The currently used live attenuated vaccine (LAV) 
comes in two vials containing 3 (AHSV-1, -3 and -4) and 4 (AHSV-
2, -6, -7 and -8) AHSV serotypes each, hence, it lacks AHSV-5 and 
AHSV-9 [23]. AHSV-5 was withdrawn in 1990 from the vaccine 
after documentation of residual virulence [24]. However, AHSV-
9 has never been included due to its low incidence especially in 
southern Africa where vaccine is produced. Additionally, cross 
protection between serotypes 1 & 2, 3 & 7, 5 & 8 and 6 & 9 has 
been documented [20,23], therefore, protection against AHSV-9 
is expected to be provided by AHSV-6. AHS outbreak caused by 
both AHSV-5 and -9 was reported in South Africa in 2006, leading 
to questions of competency of the LAV for sufficient protection 
against the two serotypes. Mellor and Hamblin reported that gene 
segment re-assortment between wildtype and vaccine strains 
may result in new genetic variants or reversion to virulence of 
attenuated vaccine strains [14]. For example, recently whole 
genome sequences comparison of AHSV isolates which caused 
2004 and 2014 outbreaks in Western Cape, South Africa, with 
AHSV vaccine and reference strains showed convincing evidence 
of re-assortment between and reversion to virulence of viruses 
within the vaccine itself [25]. In Kenya, AHS is an endemic disease 
affecting many horses and donkeys [26]. Recently, in Kenya, horse 
owners have been losing horses to AHS, despite vaccinating 
with commercially available AHS vaccine, mostly with LAV from 
Onderstepoorst Biological Products. We hypothesize that there 

could be reversion to virulence of some vaccine strains or there 
could be gene segment reassortment between wildtype and 
vaccine strains as has been reported elsewhere. Therefore, the 
aim of this study was to determine AHS serotypes circulating 
in Kenyan horses during the study period. This information is 
imperative for developing effective control strategies for AHS in 
the country including safe efficacious vaccines.

In this study we collected from 37 horses (24 dead, 13 
live), in different geographical areas mainly in Kenya including 
Kisumu (n=3), Nanyuki (n=14), Nairobi (n=6) and Naivasha/
Nakuru (n=14). The horses in the study areas are mainly kept in 
paddock grazing system and at night they are kept in stables or 
in open fields near owner’s homestead, except in Nairobi where 
they are kept and fed entirely in stables. Horse owners use insect 
repellants and acaricide for insects and tick control, respectively. 
The affected horses showed different clinical signs of AHS mainly 
characteristics of per-acute or acute pulmonary form including 
high fever, severe pulmonary oedema, dyspnea and a frothy nasal 
discharge. However, some horses showed the cardiac form of AHS 
characterized by fever, edema of head, petechiae on the ventral 
surface of the tongue, tachypnoea and tachycardia. Paired whole 
blood samples taken from 13 live horses for processing serum. 
While samples from 24 horses that succumb to disease including 
heparinized blood, spleen, lung and lymph node were taken during 
postmortem (tissues were preserved in 10% buffered glycerine). 
The samples were store at -20oC before shipped on dry ice to the 
Central Veterinary Research Laboratory (CVRL), Dubai United 
Arabs Emirates for serotyping using the Virus neutralization test 
and real time RT-PCR, after screening them for AHSV antibody using 
competitive enzyme-linked immunosorbent assay (c-ELISA). The 
results were presented as descriptive statistics using GraphPad 
Prism 5 (GraphPad Software, Inc., CA, USA). 

Overall, all nine serotypes of AHSV were detected in the 
samples collected except serotype 6 (AHSV-6). Our results showed 
that AHSV-2 and AHSV-4 occurred most frequently in the Kenyan 
horses with AHSV-4 (32.4%) occurring in higher frequency 
than AHSV-2 (24.3%) (Figure 1a). AHSV-7 (13.5%) was third 
most frequent followed closely by AHSV-9 (10.8%) and AHSV-5 
(8.1%), respectively. Serotypes 1, 3 and 8 were less frequent. The 
dominance of AHSV-4 and AHSV-2 in the study area, raises the 
question of the efficacy of the multivalent vaccine (LAV) currently 
being used in Kenya and possibility of reversion to virulence of 
these serotypes. In terms of regional distribution (Figure 1b), 
AHSV-2 and AHSV-4 was detected in samples from all the regions, 
with high frequencies of the two serotypes (18.9% and 10.8%, 
respectively) recorded in Nanyuki region. AHSV-1 was detected in 
the Kisumu and Nanyuki regions, while AHSV-3 and AHSV-8 was 
detected only in Nairobi and Nanyuki regions, respectively. AHSV-
5 was detected in Nanyuki and Nakuru/Naivasha regions, while 
AHSV-9 was detected in Nairobi and Nanyuki with higher frequency 
recorded in Nanyuki (Figure 1b). AHSV-7 was exclusively detected 
in Nakuru/Naivasha region and in high frequency than any other 
serotype in that region.
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Figure 1:  Summary of the frequency of AHSV serotypes detected in Kenya, overall (a), by regions of origin of samples (b); by dead or 
alive (c) and by vaccination status (d).

We also analyzed the serotype distribution between the 
samples from the sick horses that were a live and those that 
succumb to the disease (Figure 1c). In the live horses, serotypes 
2, 3, 4, 5, 7 and 9 were detected with AHSV-2 occurring in higher 
frequency (16.2%) than the rest. On the other hand, all the 
serotypes, except AHSV-8, were detected from the samples of the 
dead horses, with higher frequency of AHSV-4 (27%) followed 
by AHSV-7 at 10.8% and AHSV-2 (8.1%). Although many horse 
owners did not avail to us the information about vaccination 
status of the affected horses, we examine the distribution of the 
serotypes based on known vaccination status of the horses. Our 
results showed that all serotypes were detected in vaccinated 
horses except AHSV-7 and 8, with AHSV-2 and AHSV-4 occurring 
in slightly higher frequency (Figure 1d). Serotype 8 was only 
detected in the unvaccinated dead horse in Nanyuki region. On the 
other hand, AHSV-3 was detected in one vaccinated horse which 
was alive in Nairobi area.

The detection of AHSV-5 and AHSV-9 that is not present in 
the vaccine (LAV) that is mostly used in Kenya indicates that the 
vaccine may not be protective against these serotypes. Besides, 
AHSV-5 and AHSV-9 is reported to be antigenically closely related 

to AHSV-8 and AHSV-6, respectively [24,27], and since AHSV-
6 was not detected at all in our samples one would assume that 
the vaccine is offering total protection against AHSV-6 and by 
extension should offer protection against AHSV-9, which was not 
the case.

African Horse sickness virus was previously reported in Kenya, 
where Davies and colleagues showed that all the 9 serotypes of 
AHSV were circulating in the country [28]. Most recently, Gichure 
and colleagues reported AHS in donkeys in Kenyan highlands with 
prevalence of between 27 – 35% depending on the seasons [26]. 
One of our study sites was in the same area where Gichure et al 
conducted their studies, hence we hypothesize the possibility of 
AHSV circulating between horses and donkeys. Furthermore, all 
our study sites also have a sizeable number of zebras and donkeys, 
thus we also hypothesize the possibility of zebras, as reservoir 
host, since zebra are resistant to AHS disease [11]. AHS has been 
detected in Equidae in other countries in Africa including Namibia 
[29,30], Ethiopia [31,32], Sudan [33], Zimbabwe [34], Senegal 
[16], South Africa [25] among others. Currently, information about 
the prevalence of AHSV or its potential risk factors among equids 
in Kenya is limited. Since horses play an important role in horse 
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races and companion, and donkeys play a role transport in remote 
areas, the control of AHSV and other emerging diseases in these 
equids is urgently needed in the country.

Conclusion

AHS outbreak in in Kenya has significant consequences for 
horse owners especially effect on sporting activities, indicating the 
pressing need to develop new, safe, efficacious and cost-effective 
vaccines for AHS. From our pilot results we concluded that the 
horses in Kenya should get vaccine with all the 9 serotypes since 
all serotypes are circulating in Kenya. The development of cross-
protective AHS vaccines with long shelf life, rapid protection and 
could be differentiated from natural infections should be a foremost 
priority for research. From this pilot study, we recommend 
further investigation to evaluate the immune responses of horse 
population and other equids, in endemic areas such as Kenya, 
which have long-term exposure to AHSV and resistance/tolerance 
to AHS. Furthermore, the ecology of endemic maintenance of 
the AHSV in other equids such as zebra and donkey populations 
is unexplored, therefore, genetic and environmental drivers of 
AHSV vector competence need urgent research attention in Kenya. 
Finally, it is worth noting that, using our results, CVRL in United 
Arab Emirates has developed an inactivated vaccine containing 
all 9 serotypes which produces high ELISA and neutralizing 
antibodies, which need further evaluation in the field to establish 
its efficacy [18,35].

Acknowledgement

We would like to thank Central Veterinary Research Laboratory 
(CVRL), Dubai United Arabs Emirates for laboratory analysis of our 
samples. Our gratitude also goes to Horse owner’s / AHS Kenya 
Group for providing samples and covering lab analysis expenses. 
The salary for G.E.O.O was provided by Homa Lime Co. Ltd and the 
salary of J.O.A was provided by University of Nairobi.

References
1.	 Carpenter S, Mellor PS, Fall AG, Garros C, Venter GJ (2017) African 

Horse Sickness Virus: History, Transmission, and Current Status. Annu 
Rev Entomol 62: 343-358.

2.	 Howell PG, Jansen BC (1962) The isolation and identification of further 
antigenic types of African horsesickness virus. Onderstepoort Journal 
of Veterinary Research 29: 139-149.

3.	 Grubman MJ, Lewis SA (1992) Identification and characterization of 
the structural and nonstructural proteins of African horsesickness 
virus and determination of the genome coding assignments. Virology 
186(2): 444-451.

4.	 Roy P, Mertens PP, Casal I (1994) African horse sickness virus structure. 
Comp Immunol Microbiol Infect Dis 17(3-4): 243-273.

5.	 Martinez-Torrecuadrada JL, Casal JI (1995) Identification of a linear 
neutralization domain in the protein VP2 of African horse sickness 
virus. Virology 210(2): 391-399.

6.	 Martinez-Torrecuadrada JL, Langeveld JP, Venteo A, Sanz A, Dalsgaard 
K, et al. (1999) Antigenic profile of African horse sickness virus 

serotype 4 VP5 and identification of a neutralizing epitope shared with 
bluetongue virus and epizootic hemorrhagic disease virus. Virology 
257(2): 449-459.

7.	 Wilson A, Mellor PS, Szmaragd C, Mertens PP (2009) Adaptive strategies 
of African horse sickness virus to facilitate vector transmission. Vet Res 
40(2): 16.

8.	 Coetzer JAW, Erasmus BJ (1994) African horse sickness. In: Coetzer 
JAW, Thompson GR, Tustin RC, editors. Infectious diseases of livestock 
with special reference to southern Africa. Cape Town: Oxford University 
Press. pp. 460-475.

9.	 Hamblin C, Salt JS, Mellor PS, Graham SD, Smith PR, et al. (1998) 
Donkeys as reservoirs of African horse sickness virus. Arch Virol Suppl 
14: 37-47.

10.	Erasmus BJ (1973) The pathogenesis of African horse sickness. In: 
Bryans JT, Gerber H, editors. Proceeding of the 3rd International 
Conference of Equine Infectious Diseases. Paris, France. pp. 1-11.

11.	Barnard BJ (1998) Epidemiology of African horse sickness and the role 
of the zebra in South Africa. Arch Virol Suppl 14: 13-19.

12.	Awad FI, Amin MM, Salama SA, Aly MM (1981) The incidence of African 
horse sickness antibodies in animals of various species in Egypt. Bull 
Anim Health Prod Afr 29(3): 285-287.

13.	Henning MW (1956) African Horse Sickness Animal Diseases of South 
Africa. 3rd ed. Pretoria, Africa: Central News Agency Ltd. pp. 785-808.

14.	Mellor PS, Hamblin C (2004) African horse sickness. Vet Res 35(4): 
445-466.

15.	Lubroth J (1988) African horse sickness and the epizootic in Spain 
1987. Equine Practice 10: 26-33.

16.	Diouf ND, Etter E, Lo MM, Lo M, Akakpo AJ (2013) Outbreaks of African 
horse sickness in Senegal, and methods of control of the 2007 epidemic. 
Vet Rec 172: 152.

17.	Castillo Olivares J (2021) African horse sickness in Thailand: Challenges 
of controlling an outbreak by vaccination. Equine Vet J 53: 9-14.

18.	Rodriguez M, Joseph S, Pfeffer M, Raghavan R, Wernery U (2020) 
Immune response of horses to inactivated African horse sickness 
vaccines. BMC Vet Res 16: 322.

19.	(2020) OIE (World Organisation for Animal Health): OIE Listed 
diseases.

20.	Erasmus BJ (1976) A new approach to polyvalent immunization 
against African horse sickness. In: Bryans JT, Gerber H, editors. Equine 
Infectious Diseases. Princeton, NJ: Veterinary Publication 401-403.

21.	Erasmus BJ (1978) A new approach to polyvalent immunization 
against African horse sickness. Journal of Equine Medicine and Surgery 
1(Supl): 401-403.

22.	Metz SW, Pijlman GP (2011) Arbovirus vaccines; opportunities for 
the baculovirus-insect cell expression system. J Invertebr Pathol 107 
Suppl: S16-30.

23.	Von Teichman BF, Smit TK (2008) Evaluation of the pathogenicity of 
African Horsesickness (AHS) isolates in vaccinated animals. Vaccine 
26: 5014-5021.

24.	Von Teichman BF, Dungu B, Smit TK (2010) In vivo cross-protection 
to African horse sickness Serotypes 5 and 9 after vaccination with 
Serotypes 8 and 6. Vaccine 28(2): 6505-6517.

25.	Weyer CT, Grewar JD, Burger P, Rossouw E, Lourens C, et al. (2016) 
African Horse Sickness Caused by Genome Reassortment and Reversion 
to Virulence of Live, Attenuated Vaccine Viruses, South Africa, 2004-
2014. Emerg Infect Dis 22(12): 2087-2096.

http://dx.doi.org/10.19080/JDVS.2020.15.555902
https://pubmed.ncbi.nlm.nih.gov/28141961/
https://pubmed.ncbi.nlm.nih.gov/28141961/
https://pubmed.ncbi.nlm.nih.gov/28141961/
https://repository.up.ac.za/handle/2263/54883
https://repository.up.ac.za/handle/2263/54883
https://repository.up.ac.za/handle/2263/54883
https://pubmed.ncbi.nlm.nih.gov/1531096/
https://pubmed.ncbi.nlm.nih.gov/1531096/
https://pubmed.ncbi.nlm.nih.gov/1531096/
https://pubmed.ncbi.nlm.nih.gov/1531096/
https://pubmed.ncbi.nlm.nih.gov/8001348/
https://pubmed.ncbi.nlm.nih.gov/8001348/
https://pubmed.ncbi.nlm.nih.gov/7542417/
https://pubmed.ncbi.nlm.nih.gov/7542417/
https://pubmed.ncbi.nlm.nih.gov/7542417/
https://pubmed.ncbi.nlm.nih.gov/10329555/
https://pubmed.ncbi.nlm.nih.gov/10329555/
https://pubmed.ncbi.nlm.nih.gov/10329555/
https://pubmed.ncbi.nlm.nih.gov/10329555/
https://pubmed.ncbi.nlm.nih.gov/10329555/
https://pubmed.ncbi.nlm.nih.gov/19094921/
https://pubmed.ncbi.nlm.nih.gov/19094921/
https://pubmed.ncbi.nlm.nih.gov/19094921/
https://pubmed.ncbi.nlm.nih.gov/9785494/
https://pubmed.ncbi.nlm.nih.gov/9785494/
https://pubmed.ncbi.nlm.nih.gov/9785494/
https://pubmed.ncbi.nlm.nih.gov/9785491/
https://pubmed.ncbi.nlm.nih.gov/9785491/
https://pubmed.ncbi.nlm.nih.gov/7201860/
https://pubmed.ncbi.nlm.nih.gov/7201860/
https://pubmed.ncbi.nlm.nih.gov/7201860/
https://pubmed.ncbi.nlm.nih.gov/15236676/
https://pubmed.ncbi.nlm.nih.gov/15236676/
https://agris.fao.org/agris-search/search.do?recordID=US882743488
https://agris.fao.org/agris-search/search.do?recordID=US882743488
https://pubmed.ncbi.nlm.nih.gov/23223002/
https://pubmed.ncbi.nlm.nih.gov/23223002/
https://pubmed.ncbi.nlm.nih.gov/23223002/
https://beva.onlinelibrary.wiley.com/doi/full/10.1111/evj.13353
https://beva.onlinelibrary.wiley.com/doi/full/10.1111/evj.13353
https://pubmed.ncbi.nlm.nih.gov/32873300/
https://pubmed.ncbi.nlm.nih.gov/32873300/
https://pubmed.ncbi.nlm.nih.gov/32873300/
https://www.oie.int/en/disease/african-horse-sickness
https://www.oie.int/en/disease/african-horse-sickness
https://pubmed.ncbi.nlm.nih.gov/21784227/
https://pubmed.ncbi.nlm.nih.gov/21784227/
https://pubmed.ncbi.nlm.nih.gov/21784227/
https://pubmed.ncbi.nlm.nih.gov/18682269/
https://pubmed.ncbi.nlm.nih.gov/18682269/
https://pubmed.ncbi.nlm.nih.gov/18682269/
https://pubmed.ncbi.nlm.nih.gov/20638456/
https://pubmed.ncbi.nlm.nih.gov/20638456/
https://pubmed.ncbi.nlm.nih.gov/20638456/
https://pubmed.ncbi.nlm.nih.gov/27442883/
https://pubmed.ncbi.nlm.nih.gov/27442883/
https://pubmed.ncbi.nlm.nih.gov/27442883/
https://pubmed.ncbi.nlm.nih.gov/27442883/


How to cite this article: GEO Otieno, JO Amimo. Detection and serotyping of African Horse Sickness virus circulating in Kenyan horses. Dairy and Vet 
Sci J. 2020; 15(1): 555902. DOI: 10.19080/JDVS.2020.15.555902

005

Journal of Dairy & Veterinary Sciences

26.	Gichure M, Kitala P, Kihurani D, Mande J, Munene N (2020) Sero-
prevalence and risk factors of African Horse Sickness among donkeys 
in a highland area of Kenya. Journal of Veterinary Medicine and Animal 
Health 12(3): 125-131.

27.	Dennis SJ, Meyers AE, Hitzeroth II, Rybicki EP (2019) African 
Horse Sickness: A Review of Current Understanding and Vaccine 
Development. Viruses 11(9): 844.

28.	Davies FG, Soi RK, Binepal VS (1993) African horse sickness viruses 
isolated in Kenya. Vet Rec 132(17): 440.

29.	Molini U, Zaccaria G, Kandiwa E, Mushonga B, Khaiseb S, et al. 
(2020) Seroprevalence of African horse sickness in selected donkey 
populations in Namibia. Vet World 13(5): 1005-1009.

30.	Scacchia M, Molini U, Marruchella G, Maseke A, Bortone G, et al. (2015) 
African horse sickness outbreaks in Namibia from 2006 to 2013: 
clinical, pathological and molecular findings. Vet Ital 51(12): 123-130.

31.	Aklilu N, Batten C, Gelaye E, Jenberie S, Ayelet G, et al. (2014) African 

horse sickness outbreaks caused by multiple virus types in Ethiopia. 
Transbound Emerg Dis 61(12): 185-192.

32.	Ayelet G, Derso S, Jenberie S, Tigre W, Aklilu N, et al. (2013) Outbreak 
investigation and molecular characterization of African horse sickness 
virus circulating in selected areas of Ethiopia. Acta Trop 127(2): 91-96.

33.	Karamalla ST, Gubran AI, Adam IA, Abdalla TM, Sinada RO, et al. (2018) 
Sero-epidemioloical survey on African horse sickness virus among 
horses in Khartoum State, Central Sudan. BMC Vet Res 14: 230.

34.	Gordon SJG, Bolwell C, Rogers CW, Musuka G, Kelly P, et al. (2017) 
The sero-prevalence and sero-incidence of African horse sickness 
and equine encephalosis in selected horse and donkey populations in 
Zimbabwe. Onderstepoort J Vet Res 84(1): e1-e5.

35.	Wernery U, Rodriguez M, Raghavan R, Syriac G, Miriam Thomas MS, et 
al. (2021) Humoral antibody response of 10 horses after vaccination 
against African horse sickness with an inactivated vaccine containing 
all 9 serotypes in one injection. Equine Vet J 53(4): 826-833.

Your next submission with Juniper Publishers    
      will reach you the below assets

•	 Quality Editorial service
•	 Swift Peer Review
•	 Reprints availability
•	 E-prints Service
•	 Manuscript Podcast for convenient understanding
•	 Global attainment for your research
•	 Manuscript accessibility in different formats 

         ( Pdf, E-pub, Full Text, Audio) 
•	 Unceasing customer service

                      Track the below URL for one-step submission 
  https://juniperpublishers.com/online-submission.php

This work is licensed under Creative
Commons Attribution 4.0 License
DOI:10.19080/JDVS.2020.15.555902

http://dx.doi.org/10.19080/JDVS.2020.15.555902
https://academicjournals.org/journal/JVMAH/article-abstract/E79849364773
https://academicjournals.org/journal/JVMAH/article-abstract/E79849364773
https://academicjournals.org/journal/JVMAH/article-abstract/E79849364773
https://academicjournals.org/journal/JVMAH/article-abstract/E79849364773
https://pubmed.ncbi.nlm.nih.gov/31514299/
https://pubmed.ncbi.nlm.nih.gov/31514299/
https://pubmed.ncbi.nlm.nih.gov/31514299/
https://pubmed.ncbi.nlm.nih.gov/8498004/
https://pubmed.ncbi.nlm.nih.gov/8498004/
https://pubmed.ncbi.nlm.nih.gov/32636601/
https://pubmed.ncbi.nlm.nih.gov/32636601/
https://pubmed.ncbi.nlm.nih.gov/32636601/
https://pubmed.ncbi.nlm.nih.gov/26129663/
https://pubmed.ncbi.nlm.nih.gov/26129663/
https://pubmed.ncbi.nlm.nih.gov/26129663/
https://pubmed.ncbi.nlm.nih.gov/23083078/
https://pubmed.ncbi.nlm.nih.gov/23083078/
https://pubmed.ncbi.nlm.nih.gov/23083078/
https://pubmed.ncbi.nlm.nih.gov/23567554/
https://pubmed.ncbi.nlm.nih.gov/23567554/
https://pubmed.ncbi.nlm.nih.gov/23567554/
https://bmcvetres.biomedcentral.com/articles/10.1186/s12917-018-1554-5
https://bmcvetres.biomedcentral.com/articles/10.1186/s12917-018-1554-5
https://bmcvetres.biomedcentral.com/articles/10.1186/s12917-018-1554-5
https://pubmed.ncbi.nlm.nih.gov/28582979/
https://pubmed.ncbi.nlm.nih.gov/28582979/
https://pubmed.ncbi.nlm.nih.gov/28582979/
https://pubmed.ncbi.nlm.nih.gov/28582979/
https://pubmed.ncbi.nlm.nih.gov/33011979/
https://pubmed.ncbi.nlm.nih.gov/33011979/
https://pubmed.ncbi.nlm.nih.gov/33011979/
https://pubmed.ncbi.nlm.nih.gov/33011979/
https://juniperpublishers.com/submit-manuscript.php
http://dx.doi.org/10.19080/JDVS.2020.15.555902

